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<210> 1 
<211> 941 
<212> DNA 
<213> Feline 

<400> 1 

atgggtcacg cagcaaagtg gaaaacacca ctactgaagc acccatatcc caagctcttt 60 

ccgctcttga tgctagctag tcttttttac ttctgttcag gtatcatcca ggtgaacaag 120 

acagtggaag aagtagcagt actatcctgt gattacaaca tttccaccaa agaactgacg 180 

gaaattcgaa tctattggca aaaggatgat gaaatggtgt tggctgtcat gtctggcaaa 240 

gtacaagtgt ggcccaagta caagaaccgc acatt.cactg acgtcaccga taaccactcc 300 

attgtgatca tggctctgcg cctgtcagac aatggcaaat acacttgtat tattcaaaag 360 

attgaaaaag ggtcttacaa agtgaaacac ctgacttcgg tgatgttatt ggtcagagct 420 

gacttccctg tccctagtat aactgatctt ggaaatccat ctcataacat caaaagga'ta 480 

atgtgcttaa cttctggagg ttttccaaag cctcacctct cctggctgga aaatgaagaa 540 

gaattaaatg ccatcaacac aacagtttcc caagatcctg aaactgagct ctacactatt 600 

agcagtgaac tggatttcaa tatgacaaac aaccatagct tcctgtgtct tgtcaagtat 660 

ggaaacttac tagtatcaca gatcttcaac tggcaaaaat cagagccaca gccttctaat 720 

aatcagctct ggatcattat cctgagctca gtagtaagtg ggattgttgt gatcactgca 780 

cttaccttaa gatgcctagt ccacagacct gctgcaaggt ggagacaaag agaaatgggg 840 

agagcgcgga aatggaaaag atctcacctg tctacataga ttctgcagaa ccactgtatg 900 

cagagcatct ggaggtagcc tctttagctc ttctctacta g 941 



<210> 2 
<211> 292 
<212> PRT 

1 



<213> Feline 
<400> 2 

Met Gly His Ala Ala Lys Trp Lys Thr Pro Leu Leu Lys His Pro Tyr 
15 10 15 

Pro Lys Leu Phe Pro Leu Leu Met Leu Ala Ser Leu Phe Tyr Phe Cys 
20 25 30 

Ser Gly lie lie Gin Val Asn Lys Thr Val Glu Glu Val Ala Val Leu 
35 40 45 

Ser Cys Asp Tyr Asn lie Ser Thr Lys Glu Leu Thr Glu lie Arg lie 
50 55 60 

Tyr Trp Gin Lys Asp Asp Glu Met Val Leu Ala Val Met Ser Gly Lys 
65 70 75 80 

Val Gin Val Trp Pro Lys Tyr Lys Asn Arg Thr Phe Thr Asp Val Thr 
85 90 95 

Asp Asn His Ser lie Val lie Met Ala Leu Arg Leu Ser Asp Asn Gly 
100 105 110 

Lys Tyr Thr Cys lie lie Gin Lys lie Glu Lys Gly Ser Tyr Lys Val 
115 120 125 

Lys His Leu Thr Ser Val Met Leu Leu Val Arg Ala Asp Phe Pro Val 
130 135 140 

Pro Ser lie Thr Asp Leu Gly Asn Pro Ser His Asn lie Lys Arg lie 
145 150 155 160 

Met Cys Leu Thr Ser Gly Gly Phe Pro Lys Pro His Leu Ser Trp Leu 
165 170 175 

Glu Asn Glu Glu Glu Leu Asn Ala lie Asn Thr Thr Val Ser Gin Asp 
180 185 190 

Pro Glu Thr Glu Leu Tyr Thr lie Ser Ser Glu Leu Asp Phe Asn Met 
195 200 205 

Thr Asn Asn His Ser Phe Leu Cys Leu Val Lys Tyr Gly Asn Leu Leu 
210 215 220 

Val Ser Gin lie Phe Asn Trp Gin Lys Ser Glu Pro Gin Pro Ser Asn 
225 230 235 240 



2 



Asn Gin Leu Trp lie lie lie Leu Ser Ser Val Val Ser Gly lie Val 
245 250 255 

Val lie Thr Ala Leu Thr Leu Arg Cys Leu Val His Arg Pro Ala Ala 
260 265 270 

Arg Trp Arg Gin Arg Glu Met Gly Arg Ala Arg Lys Trp Lys Arg Ser 
275 280 285 



His Leu Ser Thr 
290 



<210> 3 
<211> 879 
<212> DNA 
<213> Feline 

<400> 3 

atgggtcacg cagcaaagtg gaaaacacca ctactgaagc acccatatcc caagctcttt 60 
ccgctcttga tgctagctag tcttttttac ttctgttcag gtatcatcca ggtgaacaag 120 
acagtggaag aagtagcagt actatcctgt gattacaaca tttccaccaa agaactgacg 180 
gaaattcgaa tctattggca aaaggatgat gaaatggtgt tggctgtcat gtctggcaaa 240 
gtacaagtgt ggcccaagta caagaaccgc acattcactg acgtcaccga taaccactcc 300 
attgtgatca tggctctgcg cctgtcagac aatggcaaat acacttgtat cattcaaaag 360 
attcaaaaag ggtcttacaa agtgaaacac ctgacttcgg tgatgttatt ggtcagagct 420 
gacttccctg tccctagtat aactgatctt ggaaatccat ctcataacat caaaaggata 480 
atgtgcttaa cttctggagg ttttccaaag cctcacctct cctggctgga aaatgaagaa 540 
gaattaaatg ccatcaacac aacagtttcc caagatcctg aaactgagct ctacactatt 600 
agcagtgaac tggatttcaa tatgacaaac aaccatagct tcctgtgtct tgtcaagtat 660 
ggaaacttaa tagtatcaca gatcttcaac tggcaaaaat cagagccaca gccttctaat 720 
aatcagctct ggatcattat cctgagctca gtagtaagtg ggattgttgt gatcactgca 780 
cttaccttaa gatgcctagt ccacagacct gctgcaaggt ggagacaaag agaaatgggg 840 
agagcgcgga aatggaaaag atctcacctg tctacatag 879 



<210> 4 
<211> 292 
<212> PRT 
<213> Feline 

<400> 4 

Met Gly His Ala Ala Lys Trp Lys Thr Pro Leu Leu Lys His Pro Tyr 
15 10 15 

Pro Lys Leu Phe Pro Leu Leu Met Leu Ala Ser Leu Phe Tyr Phe Cys 
20 25 30 
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Ser Gly lie lie 
35 

Ser Cys Asp Tyr 
50 

Tyr Trp Gin Lys 
65 

Val Gin Val Trp 



Asp Asn His Ser 
100 

Lys Tyr Thr Cys 
115 

Lys His Leu Thr 
130 

Pro Ser lie Thr 
145 

Met Cys Leu Thr 



Glu Asn Glu Glu 
180 

Pro Glu Thr Glu 
195 

Thr Asn Asn His 
210 

Val Ser Gin lie 
225 

Asn Gin Leu Trp 



Val lie Thr Ala 
260 

Arg Trp Arg Gin 
275 



Gin Val Asn Lys 
40 

Asn lie Ser Thr 
55 

Asp Asp Glu Met 
70 

Pro Lys Tyr Lys 
85 

lie Val lie Met 



lie lie Gin Lys 
120 

Ser Val Met Leu 
135 

Asp Leu Gly Asn 
150 

Ser Gly Gly Phe 
165 

Glu Leu Asn Ala 



Leu Tyr Thr lie 
200 

Ser Phe Leu Cys 
215 

Phe Asn Trp Gin 
230 

lie lie lie Leu 
245 

Leu Thr Leu Arg 



Arg Glu Met Gly 
280 



Thr Val Glu Glu 



Lys Glu Leu Thr 
60 

Val Leu Ala Val 
75 

Asn Arg Thr Phe 
90 

Ala Leu Arg Leu 
105 

lie Gin Lys Gly 



Leu Val Arg Ala 
140 

Pro Ser His Asn 
155 

Pro Lys Pro His 
170 

lie Asn Thr Thr 
185 

Ser Ser Glu Leu 



Leu Val Lys Tyr 
220 

Lys Ser Glu Pro 
235 

Ser Ser Val Val 
250 

Cys Leu Val His 
265 

Arg Ala Arg Lys 



Val Ala Val Leu 
45 

Glu lie Arg lie 



Met Ser Gly Lys 
80 

Thr Asp Val Thr 
95 

Ser Asp Asn Gly 
110 

Ser Tyr Lys Val 
125 

Asp Phe Pro Val 



lie Lys Arg lie 
160 

Leu Ser Trp Leu 
175 

Val Ser Gin Asp 
190 

Asp Phe Asn Met 
205 

Gly Asn Leu lie 



Gin Pro Ser Asn 
240 

Ser Gly lie Val 
255 

Arg Pro Ala Ala 
270 

Trp Lys Arg Ser 
285 



His Leu Ser Thr 
290 



<210> 5 
<211> 1080 
<212> DNA 
<213> Feline 

<400> 5 

gtttctgtgt tcctcgggaa tgtcactgag cttatacatc tggtctctgg gagctgcagt 60 

ggatgggcat ttgtgacagc actatgggac tgagtcacac tctccttgtg atggccctcc 120 

tgctctctgg tgtttcttcc atgaagagtc aagcatattt caacaagact ggagaactgc 180 

catgccattt tacaaactct caaaacataa gcctggatga gctggtagta ttttggcagg 240 

accaggataa gctggttctg tatgagatat tcagaggcaa agagaaccct caaaatgttc 300, 

atctcaaata taagggccgt acaagctttg acaaggacaa ctggaccctg agactccaca 360 

atgttcagat caaggacaag ggcacatatc actgtttcat tcattataaa gggcccaaag 420 

gactagttcc catgcaccaa atgagttctg acctatcagt gcttgctaac ttcagtcaac 480 

ctgaaataac agtaacttct aatagaacag aaaattctgg catcataaat ttgacctgct 540 

catctataca aggttaccca gaacctaagg agatgtattt tcagctaaac actgagaatt 600 

caactactaa gtatgatact gtcatgaaga aatctcaaaa taatgtgaca gaactgtaca 660 

acgtttctat cagcttgcct ttttcagtcc ctgaagcaca caatgtgagc gtcttttgtg 720 

ccctgaaact ggagacactg gagatgctgc tctccctacc tttcaatata gatgcacaac 780 

ctaaggataa agaccctgaa caaggccact tcctctggat tgcggctgta cttgtaatgt 840 

ttgttgtttt ttgtgggatg gtgtccttta aaacactaag gaaaaggaag aagaagcagc 900 

ctggcccctc tcatgaatgt gaaaccatca aaagggagag aaaagagagc aaacagacca 960 

acgaaagagt accataccac gtacctgaga gatctgatga agcccagtgt gttaacattt 1020 

tgaagacagc ctcaggggac aaaaatcagt aggaaaatgg tggcttggcg tgctgacaat 1080 



<210> 6 
<211> 329 
<212> PRT 
<213> Feline 

<400> 6 

Met Gly lie Cys 
1 

Met Ala Leu Leu 
20 

Phe Asn Lys Thr 
35 



Asp Ser Thr Met 
5 

Leu Ser Gly Val 



Gly Glu Leu Pro 
40 



Gly Leu Ser His 
10 

Ser Ser Met Lys 
25 

Cys His Phe Thr 



Thr Leu Leu Val 
15 

Ser Gin Ala Tyr 
30 

Asn Ser Gin Asn 
45 



lie Ser Leu Asp Glu Leu Val Val Phe Trp Gin Asp Gin Asp Lys Leu 
50 55 60 



Val Leu Tyr Glu lie Phe Arg Gly Lys Glu Asn Pro Gin Asn Val His 
65 70 75 80 



Leu Lys Tyr Lys Gly Arg Thr Ser Phe Asp Lys Asp Asn Trp Thr Leu 
85 90 95 

Arg Leu His Asn Val Gin lie Lys Asp Lys Gly Thr Tyr His Cys Phe 
100 105 110 

lie His Tyr Lys Gly Pro Lys Gly Leu Val Pro Met His Gin Met Ser 
115 120 125 

Ser Asp Leu Ser Val Leu Ala Asn Phe Ser Gin Pro Glu lie Thr Val 
130 135 140 

Thr Ser Asn Arg Thr Glu Asn Ser Gly lie lie Asn Leu Thr Cys Ser 
145 150 155 160 

Ser lie Gin Gly Tyr Pro Glu Pro Lys Glu Met Tyr Phe Gin Leu Asn 
165 170 175 

Thr Glu Asn Ser Thr Thr Lys Tyr Asp Thr Val Met Lys Lys Ser Gin 
180 185 190 

Asn Asn Val Thr Glu Leu Tyr Asn Val Ser lie Ser Leu Pro Phe Ser 
195 200 205 

Val Pro Glu Ala His Asn Val Ser Val Phe Cys Ala Leu Lys Leu Glu 
210 215 220 

Thr Leu Glu Met Leu Leu Ser Leu Pro Phe Asn lie Asp Ala Gin Pro 
225 230 235 240 

Lys Asp Lys Asp Pro Glu Gin Gly His Phe Leu Trp lie Ala Ala Val 
245 250 255 

Leu Val Met ,Phe Val Val Phe Cys Gly Met Val Ser Phe Lys Thr Leu 
260 265 270 

Arg Lys Arg Lys Lys Lys Gin Pro Gly Pro Ser His Glu Cys Glu Thr 
275 280 285 

lie Lys Arg Glu Arg Lys Glu Ser Lys Gin Thr Asn Glu Arg Val Pro 
290 295 300 

Tyr His Val Pro Glu Arg Ser Asp Glu Ala Gin Cys Val Asn lie Leu 
305 310 315 320 
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Lys Thr Ala Ser Gly Asp Lys Asn Gin 
325 



<210> 7 
<211> 688 
<212> DNA 
<213> Feline 



<400> 7 

atgatcctca ggctgcttct ggctctcaac ttcttcccct caattcaagt aacagaaaac 60 

aagattttgg tgaagcagtt gcccaggctt gtggtgtaca acaatgaggt caaccttagc 120 

tgcaagtaca ctcacaactt cttctcaaag gagttccggg catcccttta taagggagta 180 

gatagtgctg tggaagtctg cgttgtgaat ggaaattact cccatcagcc tcagttctac 240 

tcaagtacag gattcgactg tgatgggaaa ttgggcaatg aaacagtgac attctacctc 300 

cgaaatttgt ttgttaacca aacggatatt tacttctgca aaattgaagt catgtatcca 360 

cctccttaca tagacaatga gaagagcaat gggaccatta tccacgtgaa agagaaacat 420 

ctttgtccag ctcagctgtc tcctgaatct tccaagccat tttgggcact ggtggtggtt 480 

ggtggaatcc taggtttcta cagcttgcta gcaacagtgg ctcttggtgc ttgctggatg 540 

aagaccaaga ggagtaggat ccttcagagt gactatatga acatgacccc ccggaggcca 600 

gggcccaccc gaaggcacta ccaaccttac gccccagcac gcgactttgc ggcataccgt 660 

tcctgacatg gacccctatc cagaagcc 688 



<210> 8 
<211> 221 
<212> PRT 
<213> Feline 

<400> 8 

Met lie Leu Arg Leu Leu Leu Ala Leu Asn Phe Phe Pro Ser lie Gin 
15 10 15 

Val Thr Glu Asn Lys lie Leu Val Lys Gin Leu Pro Arg Leu Val Val 
20 25 30 

Tyr Asn Asn Glu Val Asn Leu Ser Cys Lys Tyr Thr His Asn Phe Phe 
35 40 45 

Ser Lys Glu Phe Arg Ala Ser Leu Tyr Lys Gly Val Asp Ser Ala Val 
50 55 60 

Glu Val Cys Val Val Asn Gly Asn Tyr Ser His Gin Pro Gin Phe Tyr 
65 70 75 80 



Ser Ser Thr Gly Phe Asp Cys Asp Gly Lys Leu Gly Asn Glu Thr Val 
85 90 95 



7 



Thr Phe Tyr Leu 
100 

Cys Lys lie Glu 
115 

Ser Asn Gly Thr 
130 

Gin Leu Ser Pro 
145 

Gly Gly lie Leu 



Ala Cys Trp Met 
180 

Met Asn Met Thr 
195 

Pro Tyr Ala Pro 
210 



Arg Asn Leu Phe 



Val Met Tyr Pro 
120 

lie He His Val 
135 

Glu Ser Ser Lys 
150 

Gly Phe Tyr Ser 
165 

Lys Thr Lys Arg 



Pro Arg Arg Pro 
200 

Ala Arg Asp Phe 
215 



Val Asn Gin Thr 
105 

Pro Pro Tyr He 



Lys Glu Lys His 
140 

Pro Phe Trp Ala 
155 

Leu Leu Ala Thr 
170 

Ser Arg He Leu 
185 

Gly Pro Thr Arg 



Ala Ala Tyr Arg 
220 



Asp He Tyr Phe 
110 

Asp Asn Glu Lys 
125 

Leu Cys Pro Ala 



Leu Val Val Val 
160 

Val Ala Leu Gly 
175 

Gin Ser Asp Tyr 
190 

Arg His Tyr Gin 
205 

Ser 



<210> 9 
<211> 749 
<212> DNA 
<213> Feline 

<400> 9 

aacctgaaca ctgctcccat' 

agctggacct ggcttctagg 

ccgtcttctc caaagggatg 

gtgtcgccag cttcgtgtgt 

ctgtgctgag gcaaactggc 

agaatgagtt ggccttccta 

tgaacctcac catccaaggg 

agctcatgta cccaccaccc 

tcgatcctga accttgccca 

caggattgtt tttttatagc 

aaagaagccc tcttactaca 

aaaagcaatt tcagccttat 

aacactgtcc aatttctaag 



aaagccatgg cttgctttgg 
acctggccct gcactgctct 
catgtggccc accctgcagt 
gaatatgggt cttcaggcaa 
agccaaatga ctgaagtctg 
aatgattcca cctgcactgg 
ttgagggcca tggacacggg 
tactatgcag gcatgggcaa 
gattctgact tcctcctctg 
ttccttatca cagctgtttc 
ggggtctatg tgaaaatgcc 
tttattccca tcaattgaca 
agctgaggc 



attccggagg catggggctc 60 
gttttctctt ctctttatcc 120 
ggtgctggcc agcagccgag 180 
tgccgccaaa ttccgagtga 240 
tgctgcgaca tacacagtgg 300 
catctccagc ggaaacaaag 360 
actctacatc tgcaaggtgg 420 
tggaacccag atttatgtca 480 
gatcctcgca gcagtcagtt 540 
tttgagcaaa atgctaaaga 600 
cccaacagag ccagaatgtg 660 
caccgttatg aagaaggaag 720 

749 



<210> 10 
<211> 223 
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* 



<212> PRT 
<213> Feline 

<400> 10 

Met Ala Cys Phe Gly Phe Arg Arg His Gly Ala Gin Leu Asp Leu Ala 
1 5 10 15 

Ser Arg Thr Trp Pro Cys Thr Ala Leu Phe Ser Leu Leu Phe lie Pro 
20 25 30 

Val Phe Ser Lys Gly Met His Val Ala His Pro Ala Val Val Leu Ala 
35 40 45 

Ser Ser Arg Gly Val Ala Ser Phe Val Cys Glu Tyr Gly Ser Ser Gly 
50 55 60 

Asn Ala Ala Lys Phe Arg Val Thr Val Leu Arg Gin Thr Gly Ser Gin 
65 70 75 80 

Met Thr Glu Val Cys Ala Ala Thr Tyr Thr Val Glu Asn Glu Leu Ala 
85 90 95 

Phe Leu Asn Asp Ser Thr Cys Thr Gly lie Ser Ser Gly Asn Lys Val 
100 105 110 

Asn Leu Thr lie Gin Gly Leu Arg Ala Met Asp Thr Gly Leu Tyr lie 
115 120 125 

Cys Lys Val Glu Leu Met Tyr Pro Pro Pro Tyr Tyr Ala Gly Met Gly 
130 135 140 

Asn Gly Thr Gin lie Tyr Val lie Asp Pro Glu Pro Cys Pro Asp Ser 
145 150 155 160 

Asp Phe Leu Leu Trp lie Leu Ala Ala Val Ser Ser Gly Leu Phe Phe 
165 170 175 

Tyr Ser Phe Leu lie Thr Ala Val Ser Leu Ser Lys Met Leu Lys Lys 
180 185 190 

Arg Ser Pro Leu Thr Thr Gly Val Tyr Val Lys Met Pro Pro Thr Glu 
195 200 205 

Pro Glu Cys Glu Lys Gin Phe Gin Pro Tyr Phe lie Pro lie Asn 
210 215 220 



<210> 11 
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• 



<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 11 

cgcggatccg caccatgggt cacgcagcaa agtggaaaac 40 

<210> 12 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 12 

cctagtagag aagagctaaa gaggc 25 

<210> 13 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 13 

cgcggatcca ccggtagcac aatgatcctc agg 33 

<210> 14 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 14 

cgcggatcct ctggataggg gtccatgtca g 31 
<210> 15 
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<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 15 

atggctygcc ttggattyca gmgg 

<210> 16 
<211> 27 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: primer 
<400> 16 

tcaattratr ggaataaaat aaggctg 

<210> 17 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 17 

tgttgggttt yrctctrcty cctg 

<210> 18 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 18 

gcatagtagg gtggtgggta catg 
<210> 19 
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<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 19 

tgttgggttt yrctctrcty cctg 24 



<210> 20 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 20 

acatgagctc caccttgcag 20 



<210> 21 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 21 

ccatcctaat acgactcact atagggc 27 



<210> 22 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 22 

gtgaatatgg gtcttcaggc aatg 24 



<210> 23 
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<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 23 

actcactata gggctcgagc ggc 23 



<210> 24 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 24 

gaaatccgag tgactgtgct gag 23 



<210> 25 
<211> 24 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: primer 
<400> 25 

aacctgaaca ctgctcccat aaag 2 4 



<210> 26 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 26 

gcctcagctc ttagaaattg gacag 25 



<210> 27 
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<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 27 

tagtattttg gcaggaccag g 21 



<210> 28 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 28 

ctgtgacatt atcttgagat ttc 23 



<210> 29 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: primer 
<400> 29 

grcwgcacwa tgggactgag 20 



<210> 30 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 30 

ctgtgacatt atcttgagat ttc 23 



<210> 31 



14 



<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 31 

ccatcctaat acgactcact atagggc 



<210> 32 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 

<400> 32 

tgggtaacct tgtatagatg agcaggtc 28 



<210> 33 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 33 

actcactata gggctcgagc ggc 23 



<210> 34 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 34 

caggttgact gaagttagca agcac 25 



<210> 35 
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<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 35 

ccatcctaat acgactcact atagggc 



<210> 36 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 36 

ggacaagggc acatatcact gtttc 



<210> 37 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 37 

actcactata gggctcgagc ggc 



<210> 38 
<211> 25 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: primer 
<400> 38 

cagtgcttgc taacttcagt caacc 



<210> 39 
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<211> 23 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial 
<400> 39 

cgggaatgtc actgagctta tag 

<210> 40 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 40 

gatctttttc aggttagcag ggg 

<210> 41 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 41 

atgggtcacg cagcaaagtg 

<210> 42 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 42 

ctatgtagac aggtgagatc 
<210> 43 



Sequence: primer 



23 



Sequence: primer 



23 



Sequence: primer 



20 



Sequence: primer 
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<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 43 

caggaaacag ctatgac 

<210> 44 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 44 

aatacgactc actatagg 

<210> 45 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 45 

aacaccattt catcatcctt t 



<210> 46 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 46 

atacaagtgt atttgccatt gtc 
<210> 47 

18 





<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 47 

agctctgacc aataacatca 20 

<210> 48 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 



<210> 49 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 49 

tcatgtctgg caaagtacaa g 21 

<210> 50 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 



<400> 48 



attagaaatc cagttcactg ct 



22 



<400> 50 



attcactgac gtcaccga 



18 



<210> 51 



19 



• 



<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 51 

aaggctgtgg ctctga 16 

<210> 52 
<211> 29 
<212> DNA 

<213> Artificial Sequence 



<210> 53 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 53 

gctaggatcc aatctatgta gacaggtgag at 32 

<210> 54 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 



<220> 



<223> Description of Artificial Sequence: primer 



<400> 52 

tcgagaattc gggtcacgca gcaaagtgg 



29 



<400> 54 

gatgaattcc atgatcctca ggctgggctt ct 



32 



<210> 55 



20 




<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 55 

gatcagatct caggaacggt atgccgcaa 29 

<210> 56 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 56 

gggccgagta yaagaaccgg ac 22 

<210> 57 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 57 

cagwttcagg atcytgggaa aytg 24 

<210> 58 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 58 

ttatactagg gacagggaag 20 
<210> 59 



21 



<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 59 

aagctttgga aaacctccag 20 



<210> 60 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 60 

ttgttatcgg tgacgtcagt g 21 



<210> 61 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 61 

caataacatc accgaagtca gg 22 



<210> 62 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 62 

gtcatgtctg gcaaagtacc ag 22 



<210> 63 



22 



<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 63 

cactgacgtc accgataacc ac 22 



<210> 64 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 64 

ctgacttcgg tgatgttatt gg 22 



<210> 65 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 65 

gccatcaaca caacagtttc c 21 



<210> 66 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 66 

tatgacaaac aaccatagct tc 22 



<210> 67 



23 



<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 67 

graagawtgc ctcatgakcc 

<210> 68 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 68 

cayratccaa cataggg 

<210> 69 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 69 

atgggtcacg cagcaaagtg g 

<210> 70 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 70 

caaccttagc tgcaagtaca c 
<210> 71 



Sequence: primer 



20 



Sequence: primer 



17 



Sequence: primer 



21 



Sequence : primer 



24 



<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial 
<400> 71 

ggcttctgga tagggatagg 

<210> 72 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 72 

cggaggtaga attgcactgt cc 

<210> 73 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 73 

attttgcaga agtaaatatc c 

<210> 74 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 74 

catgtctggc aaagtacaag 
<210> 75 



Sequence: primer 

20 

Sequence: primer 

22 

Sequence: primer 

21 

Sequence : primer 

20 



25 



<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 75 

ttatactagg gacagggaag 

<210> 76 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 76 

ccttcattga cctcaactac at 

<210> 77 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 77 

ccaaagttgt catggatgac c 

<210> 78 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 78 

caaccccaaa ctctccagga tg 
<210> 79 



Sequence: primer 



20 



Sequence: primer 



22 



Sequence: primer 



21 



Sequence: primer 



26 



<21I> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 79 

ggtcagcgtt gagaagatgc tttg 

<210> 80 
<211> 21 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial 
<400> 80 

tattaatggg tctcacctac c 

<210> 81 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 81 

ttgccttcat tcacagaaca g 

<210> 82 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 82 

gggtcgcttt tcgtagacat tttg 
<210> 83 



Sequence: primer 



24 



Sequence: primer 



21 



Sequence: primer 



21 



Sequence: primer 



27 



<211> 22 
<212> DNA 

<2 13> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 83 

caggcaggac aaccattatt tc 



28 



